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[ABSTRACT] Ain
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To ivestigate the relationship beween the single nucleotide polymorphisn ( SNP) of TN-
FRSF1B gene and coronary heart disease (CHD) in Chinese population

M ethods The polymerase chain reaction-

licase detection reaction ( PCR-LDR) was used to detect TINFRSF1B gene rs1061624 i the 104 contwols and 208 coronary

heart disease patients

Results The frequency of this polymorphisn was consistentw ith the law of H ardyW emnberg

The frequency of rs1061624 genotype did not differ betveen the patients and the controls (13 76 vs 18 2%, P> Q

05). These results was independent on age gender hypertension diabetes and hyperlipiden ia

Conclusion The

results support that there is no significant correlation beween the polymorphism of TNFRSF1B rs1061624 and coronary

heart disease
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